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Bioversity manages the International Transit Centre, the world 
largest ex-situ collection of banana. The accessions are held in 
trust, and virus-free accessions are available for distribution upon 
request for the benefit of the Musa research-for-development 
community.
The develpment of a Musa ontology will encourage the use of the 
diversity, by providing a common language for characterization, 
genotyping and phenotyping and field evaluation. It will also allow 
the information in different data and information systems to be 
communicated to a range of users.
Musa Germplasm Information system Banana Genome Hub
AgTrials
Anatomy IMTP Traits
Musapedia
Genotyping/
Sequencigng
Standardised data entry 
will be facilitated by 
mobile devices
Crop ontology in support of
conservation and use of banana genetic resources
 Conservation of Musa genetic resources
 Understanding of genetic resources
The Musa genetic resources can be used directly in banana production 
systems or further used for crop improvement.
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